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1 (bases 1 to 2528) 
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Bertschinger, H.U. , Stranzinger, G. and Vogeli,P. 

A DNA polymorphism influencing alpha ( 1, 2 ) f ucosyltransf erase 
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AX752829 1269 bp 

Sequence 12 from Patent EP1310570. 
AX752829 

AX752 829. 1 GI: 32134722 



mRNA 



linear 



PAT 20-JUN-2003 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 



FEATURES 

source 



Sus scrofa (pig) 
Sus scrofa 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Suina; Suidae; 
Sus . 
1 

Bosworth, B. T . and Voegeli,P. 

Methods and compositions to identify swine genetically resistant to 
F18 E. coli associated diseases 
Patent: EP 1310570-A 12 14-MAY-2003; 

Biotechnology Research and Development Corporation (US); U.S. 
Department Of Agriculture (US) ; Swiss Federal Institute of 
Technology Zurich (CH) 

Location/Qualifiers 
1. .1269 
/organism="Sus scrofa" 
/mol_type="mRNA" 
/db xref="taxon: 9823 " 
gene 1 . . 1269 

/gene="FUTl" 
CDS 9. .1106 

/gene="FUTl" 
/codon_start=l 

/product="alpha (1,2) fucosyltransf erase" 
/protein id=" CAD99177 . 1 " 
/db_xref= n GI : 32134723" 

/translation="MWVPSRRHLCLTFLLVCVLAAIFFLNVYQDLFYSGLDLLALCPD 
HNWSS PVAI FCLAGT PVH PNAS DS C PKH PAS FSGTWT I Y PDGR FGNQMGQ YAT LLAL 
AQ LN GRQAF I Q PAMHAVLAPV FR I T L PVLAPE VDRHAPWR E LE LHDWMS E D YAH LKE P 
WLKLTGFPCSWTFFHHLREQIRSEFTLHDHLRQEAQGVLSQFRLPRTGDRPSTFVGVH 
VRRGDYLRVMPKRWKGWGDGRYLQQAMDWFRARYEAPVFWTSNGMEWCRKNIDTSR 
GDVIFAGDGREAAPARDFALLVQCNHTIMTIGTFGFWAAYLAGGDTIYLANFTLPTSS 
FLKI FKPEAAFLPEWVGINADLS PLQMLAGP " 



ORIGIN 



1 ctcgagccat gtgggtcccc agccgccgcc acctctgtct gaccttcctg ctagtctgtg 

61 ttttagcagc aattttcttc ctgaacgtct atcaagacct cttttacagt ggcttagacc 

121 tgctggccct gtgtccagac cataacgtgg tatcatctcc cgtggccata ttctgcctgg 

181 cgggcacgcc ggtacacccc aacgcctccg attcctgtcc caagcatcct gcctcctttt 

241 ccgggacctg gactatttac ccggatggcc ggtttgggaa ccagatggga cagtatgcca 

301 cgctgctggc cctggcgcag ctcaacggcc gccaggcctt catccagcct gccatgcacg 

361 ccgtcctggc ccccgtgttc cgcatcacgc tgcctgtcct ggcgcccgag gtagacaggc 
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421 acgctccttg gcgggagctg gagcttcacg actggatgtc cgaggattat gcccacttaa 

481 aggagccctg gctgaagctc accggcttcc cctgctcctg gaccttcttc caccacctcc 

541 gggagcagat ccgcagcgag ttcaccctgc acgaccacct tcggcaagag gcccaggggg 

601 tactgagtca gttccgtcta ccccgcacag gggaccgccc cagcaccttc gtgggggtcc 

661 acgtgcgccg cggggactat ctgcgtgtga tgcccaagcg ctggaagggg gtggtgggtg 

721 acggccgtta cctccagcag gctatggact ggttccgggc ccgatacgaa gcccccgtct 

781 ttgtggtcac cagcaacggc atggagtggt gccggaagaa catcgacacc tcccgggggg 

841 acgtgatctt tgctggcgat gggcgggagg ccgcgcccgc cagggacttt gcgctgctgg 

901 tgcagtgcaa ccacaccatc atgaccattg gcaccttcgg cttctgggcc gcctacctgg 

961 ctggtggaga taccatctac ttggctaact tcaccctgcc cacttccagc ttcctgaaga 

1021 tctttaaacc cgaggctgcc ttcctgcccg agtgggtggg cattaatgca gacttgtctc 

1081 cactccagat gttggctggg ccttgaacca gccaggagcc tttctggaat agcctcggtc 

1141 aacccagggc cagcgttatg ggtctccgga agcccgagta acttccggag atgctggtgg 

1201 tcctgtagca ggctggacac ttatttcaag agtgattcta attggctgga ctcagaggaa 

1261 accctgcag 
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The human chromosome 19 linkage group FUT1 (H), FUT2 
(SE), LE, LU, PEPD, C3, APOC2, D19S7 and D19S9. 



Ball SP , Tongue N. Git 
QriolR, 



lA, Le Pendu J , Molliconc R . Gerard G . 
Department of Biological Sciences, University of Exeter, U.K. 



Families segregating for deficiency of the H alpha-2-L-fucosyltransferase, 
FUT1, have been investigated for linkage between FUT1 and other markers 
on chromosome 19. The results provide evidence for close linkage between 
FUT1 and FUT2 and for looser linkage between FUT1 and APOC2 and 
between FUT1 and D19S7. Pairwise linkage data are also reported between 
other markers investigated. 

PMID: 1763885 [PubMed - indexed for MEDLINE] 
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